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<120> POLYPEPTIDE IMMOBILIZATION 



<130> 7814/45 



<160> 5 



<170> Patentln version 3.1 



<210> 1 

<211> 42 

<212> DNA 

<213> Artificial Sequence 





<220> 



<223> Primer sequence, ExonlF, for F. solani cutinase gene 



<400> 



1 



gccacggcca tgggcctgcc tacttctaac cctgcccagg ag 



42 



<210> 2 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer sequence, ExonlB, for F. solani cutinase gene 

<400> 2 

ccggtaccca agttgcccgt ctctgttgaa cctcgggc 3 8 

<210> 3 

<211> 38 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer sequence, Exon2F, for F. solani cutinase gene 
<400> 3 

ccggtaccct cggtcctagc attgcctcca accttgag 

<210> 4 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer sequence, Exon2B / for F. solani cutinase gene 

<400> 4 

ccgggatcct caagcagaac cacggacagc ccgaac 

<210> 5 

<211> 2769 

<212> DNA 

<213> Fusarium solani 



<400> 5 

agtggaaggg gagccgtgtg gaggcacaag aagctgaaaa aaccgaggtc aaaagacctg 6 0 

ctgaatagtt tgtcactgag atgagatggg aacggcatga aatcttgggc cttattctga 12 0 

caccatcgcc tccttcctgg tacgccttgc atcaaaagag agggttctac cccctaaaag 18 0 

cacagctcga atgaaattcc catttgagta gatccaacga tgctccgtgt ttctctaggt 24 0 

tgggtaggca ggttgaccca cccatgatga gcggcagggt caggtaggtc ggtaaatatc 3 00 

cgagccgctg atttgcggat gaacgagtcc aagcttggca tgatctgttg atctcaaaac 3 60 

cctccaatca ccgtaaagag gcactcgtaa aagtcctccg atgcctctcc accatcaggt 420 

aggtggtgtc tatgcgcgct ctgacactct tcgcaaggtg taacagaata ggcaaagcgg 480 

ccttcccgag gtttcatctc taaaaccaaa ctcacgcttg tcaaagtgac agctgaacag 54 0 

ccgatattcg ctgattgggc tctttcatgt ttgcgggaac gttccatcta ccggtttagc 600 

gatcggcacg ggttgcaact agaagcggaa gagcttgcgg ggaggggcac ggggtggttt 66 0 

cctgaagcga ctaggttgcc tgaaactatc acgactcata gctgcgagcg catggtccag 72 0 

tatcaagagt tttgacgtcc tttgatgaaa actgcccctc tcttgacgct agaaaccgag 78 0 

gaaatggatc gcgagccgag gctcgatttc agagcttgga cgatgatagt ttcatctgtt 84 0 

caagcttaaa tatcgttgtt ccagaccact gggaacggaa ccagacaacc acacatacct 90 0 

tcacttcatc aacattcact tcaactcttc gcctcttcct tttcactctt tatcatcctc 960 

accatgaaat tcttcgctct caccacactt ctcgccgcca cggcttcggc tctgcctact 1020 

tctaaccctg cccaggagct tgaggcgcgc cagcttggta gaacaactcg cgacgatctg 108 0 



• * 

atcaacggca atagcgcttc ctgcgccgat gtcatcttca tttatgcccg aggttcaaca 1140 

gagacgggca acttggttcg tagaatttct tctcatgaca acatcacttt tcttacacat 12 0 0 

ccattaggga actctcggtc ctagcattgc ctccaacctt gagtccgcct tcggcaagga 126 0 

cggtgtctgg attcagggcg ttggcggtgc ctacgcagcc actcttggag acaatgctct 132 0 

ccctcgcgga acctctagcg ccgcaatcag ggagatgctc ggtctcttcc agcaggccaa 13 8 0 

caccaagtgc cctgacgcga ctttgatcgc cggtggctac agccagggtg ctgcacttgc 144 0 

agccgcctcc atcgaggacc tcgactcggc cattcgtgac aagatcgccg gaactgttct 1500 

gttcggctac accaagaacc tacagaaccg tggccgaatc cccaactacc ctgccgacag 156 0 

gaccaaggtc ttctgcaata caggggatct cgtttgtact ggtagcttga tcgttgctgc 162 0 

acctcacttg gcttatggtc ctgatgctcg tggccctgcc cctgagttcc tcatcgagaa 1680 

ggttcgggct gtccgtggtt ctgcttgagg aggatgagaa ttttagcagg cgggcctgtt 174 0 

aattattgcg aggtttcaag tttttctttt ggtgaatagc catgatagat tggttcaaca 18 0 0 

ctcaatgtac tacaatggcc catagtttca aattaaagaa gcaatgaatg gtgatctaca 1860 

tatcgctttg cccaagaaat cccaaccagg cttccatacc ctgagccagt tgagcacaaa 1920 

tttcgtgccc tctgctgagc ttgccaggaa aggtcgatac ataaaccggc cttgacagac 198 0 

agggcgctac ctgcacgaat tggtcccgcc aggtgtgcgc tcaaggcgaa gttcgccgat 204 0 

ttatagacca cctctcattc ccatcatgca catctgtccc tgactcgcct tctccatcaa 2100 

taacaccgag attggttaca atccaggata gctcgcgatc cctctttgct tgatctccgt 2160 



f ► 

gatactcctg ccaatcatgc actagcttca tcaagccaac aatgttgttt ttcaggccgg 2220 

cgttcaacct ttcctcgata tccccacggg agaccttgat gcggaccata tctccctctc 2280 

aagatcacgg acaggttggt tttcccagtt gttggcccgg gctgtggctc gaatatccgc 234 0 

aactaggtcg gagtcaaacg tatggtggat agtcgacacg cagttctgca ccttccgttg 24 00 

ggtctcagct gcattgcctt tttcggggta catgaatctc cgctggtcca ttgcagtaga 246 0 

ggcggtgaaa gcgcgggcct tcttttcagg gacgtagcaa gcctaaacat gctagcctga 252 0 

tgccgtgaag aagaccagtt agagtggtac catgctgacg acaggcacca agaatgcgac 258 0 

aaagagctgc atttggatgc taaaagaagt tgtctgggaa gcatatgacc cgagttgaag 2 64 0 

aggagcccac gtggcctttg ccgacttgga ggagagtaac gatggaccga aggtatgcca 2 70 0 

tacttgtgaa aaagcaaacc cgagagttat ggggtgtttg gccaacttct cctgaggaag 276 0 

agggaga t c 2769 



